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Imaging connectomics based on graph theory has become an effective and unique
methodological framework for studying structural and functional connectivity patterns
of the developing brain. Normal brain development is characterized by continuous and
significant network evolution throughout infancy, childhood, and adolescence, following
specific maturational patterns. Disruption of these normal changes is associated
with neuropsychiatric developmental disorders, such as autism spectrum disorders
or attention-deficit hyperactivity disorder. In this review, we focused on the recent
progresses regarding typical and atypical development of human brain networks from
birth to early adulthood, using a connectomic approach. Specifically, by the time of birth,
structural networks already exhibit adult-like organization, with global efficient small-world
and modular structures, as well as hub regions and rich-clubs acting as communication
backbones. During development, the structure networks are fine-tuned, with increased
global integration and robustness and decreased local segregation, as well as the
strengthening of the hubs. In parallel, functional networks undergo more dramatic
changes during maturation, with both increased integration and segregation during
development, as brain hubs shift from primary regions to high order functioning regions,
and the organization of modules transitions from a local anatomical emphasis to a more
distributed architecture. These findings suggest that structural networks develop earlier
than functional networks; meanwhile functional networks demonstrate more dramatic
maturational changes with the evolution of structural networks serving as the anatomical
backbone. In this review, we also highlighted topologically disorganized characteristics in
structural and functional brain networks in several major developmental neuropsychiatric
disorders (e.g., autism spectrum disorders, attention-deficit hyperactivity disorder and
developmental dyslexia). Collectively, we showed that delineation of the brain network
from a connectomics perspective offers a unique and refreshing view of both normal
development and neuropsychiatric disorders.
Keywords: connectomics, network, hub, rich club, brain development, ADHD, autism, dyslexia

INTRODUCTION
Brain development is characterized by complicated microstructural and macrostructural processes
that span from the appearance of the first neurons to the establishment of the fully functioning adult
brain. Revealing these complicated processes is important to understanding the formation of neural
circuits and brain functions. Previous developmental hypotheses were mostly summarized from
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behavior or neuron perspectives, such as “Hebbian learning”
(Hebb, 1949) or the “orthogenetic principle” (Werner, 1957;
Sameroff, 2010), which are still in need of neurobiological
evidence. With the recent advancement of non-invasive
neuroimaging techniques and their applications to the pediatric
population, comprehensive macroscopic brain structure and
activity can be readily accessed in children in vivo. Studies
employing advanced imaging techniques have revealed that
regional structure and function develop according to specific
principles, with a well-known example being that the regions
responsible for higher-level cognition are the last to fully
mature (Tau and Peterson, 2010; Dennis and Thompson, 2013a;
Dehaene-Lambertz and Spelke, 2015).
Imaging connectomics, which evaluates the inter-regional
structural and functional connectivity patterns among regions,
has opened new avenues toward understanding the organization
and function of the human brain (Sporns et al., 2005;
Biswal et al., 2010; Sporns, 2011). The brain is believed to
support global and local information communication through
an integrative network (Bullmore and Sporns, 2009, 2012). With
the establishment of the NIH Human Connectome Project,
the importance of describing the network and its development
trajectory was recently underscored (Van Essen et al., 2013).
Using graph theory, recent studies on connectomics have
demonstrated a number of nontrivial topological features in
adult human brain networks, including their efficient smallworld architecture, prominent modular structure, and highly
connected and centralized network hubs (He and Evans, 2010;
Stam, 2010; Bullmore and Bassett, 2011; van den Heuvel and
Sporns, 2013; Berchicci et al., 2015). These brain network
properties have been observed to be established as early as
birth and exhibit continuous and dramatic maturational changes
throughout infancy, childhood and even adolescence (Power
et al., 2010; Collin and van den Heuvel, 2013; Dennis and
Thompson, 2013b; Menon, 2013; Vertes and Bullmore, 2014).
With a collection of publications on the structural and
functional network development, several questions emerge.
Do the structural and functional brain networks develop
with different maturation patterns? Are the developmental
patterns different across age-ranges, such as during infancy
and childhood? Do developmental brain disorders exhibit an
abnormal developmental profile in brain networks compared
with normal populations? In this review, we aimed to shed
light on these important questions by collecting information
regarding the recent progress in research on typical and
atypical development of human brain networks from birth
to early adulthood, focusing specifically on studies using
advanced neuroimaging techniques and graph theoretical
approaches. First, we introduce basic concepts about imaging
connectomics, with a particular emphasis on graph-based
network analysis approaches. Second, we discuss the recent
findings on the healthy development of brain connectomes with
different imaging modalities, concerning the developmental
changes of topological properties. Third, we briefly mention
abnormal network development in neuropsychiatric disorders
[e.g., attention-deficit hyperactivity disorder (ADHD), autism
spectrum disorder (ASD), and developmental dyslexia].
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Finally, we discuss the limitations and future considerations
of brain network development using imaging connectomics
approaches.

BRAIN CONNECTOME AND GRAPH
THEORY
Brain Connectome Construction
In graph theory, a network can mathematically be modeled
as a graph with a set of discrete elements (nodes or vertices)
and their mutual relationships (edges or links), which can
be summarized in the form of a connection matrix. In the
context of brain networks, nodes usually represent imaging
voxels, regions of interest, or sensors, whereas links represent
structural, morphological or functional connections, depending
on the imaging modality considered (Bullmore and Sporns, 2009,
2012; He and Evans, 2010). In particular, structural connectivity
can be obtained by reconstructing diffusion MRI (dMRI)-traced
white matter projections (Mori and van Zijl, 2002; Hagmann
et al., 2007; Gong et al., 2009) or through computing the
covariance of brain morphological features among regions (e.g.,
gray matter volume or cortical thickness) derived from structural
MRI (sMRI) data (Lerch et al., 2006; He et al., 2007). Functional
connectivity can be measured by examining synchronous
neural activity over the distributed brain areas with functional
MRI (fMRI), electroencephalography/magnetoencephalography
(EEG/MEG), or functional near-infrared spectroscopy (fNIRS;
Friston, 1994; Micheloyannis et al., 2006; Niu and He, 2014).
Once network nodes and connections are defined, a brain
network can be obtained and further classified as directed or
undirected, based on whether the edges have a sense of direction,
and as unweighted (binary) or weighted, based on whether the
edges in the graph have strength information. The present review
focuses on the undirected binary or weighted brain networks.
Notably, to avoid confusion, we used structural connectivity
networks to refer to those constructed with white matter
tracts and structural covariance networks for the morphological
covariance based ones. Below, we briefly introduce several key
graph theory metrics for network descriptions. For more details,
see (Rubinov and Sporns, 2010; Stam, 2010; Bullmore and
Bassett, 2011).

Segregated and Integrated Network
Measures
Segregation and integration represent crucial information
processing patterns of the brain, which ensure functional
specialization and efficient global communication (Rubinov and
Sporns, 2010; Sporns, 2013). Specifically, topological segregation
(or local clustering) in the brain’s information processing refers to
the neuronal processing carried out among groups of regions or
within modules (i.e., sets of nodes that are highly inter-connected
but with relatively fewer connections to the others in different
modules; Figure 1A). Clustering coefficients and modularity are
two related metrics that quantify the features of topological
segregation in brain networks. Mathematically, the clustering
coefficient is defined by the fraction of the node’s neighbors that
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TABLE 1 | Overview of studies about structural network development.

Infancy

Childhood and
adolescence

Study

Modality

Subject n: ages

Network Node numbers
type

Connectivity metrics

Yap et al., 2011

DTI

39 sub (longitudinal): 2
wk, 1 y, 2 y

SB

78 (AAL template)

Deterministic tractography

Tymofiyeva et al., 2012

DTI

17 sub: 6 mo

SB

40

Deterministic tractography

Tymofiyeva et al., 2012

DTI

8 sub: 31.14-39.71 wk
8 sub: 1–14 d;
10 sub: 181–211 d;
7 sub: 24–31 y

SB

100

Deterministic tractography

Ball et al., 2014

DTI

28 infants: 25–33 PMA
63 infants: 38–44 PMA

SB

100

Deterministic tractography

van den Heuvel et al.,
2015

DWI
fMRI

27 infants: 27/1.6 PMA
27 infants: 30.8/0.7 PMA
42 adults: 29/8.0 y

SW

56

Deterministic tractography;
Pearson’s correlation

Fan et al., 2011

sMRI

28 infants (longitudinal):
6.1 ± 2.8 wk, 59.3 ± 3.0
wk, 100.7 ± 6.8 wk;
27 adult controls: 24 ± 3 y

SB

90 (AAL template)

Pearson’s correlation of the
regional gray matter volume

Hagmann et al., 2010

DTI
fMRI

30 sub for anatomical
networks: 18 mo–18 y;
14 sub for functional
networks: 2–18 y

SW
SW

66
241

Deterministic tractography;
Pearson’s correlation

Echtermeyer et al., 2011

DTI

9 sub: 12–14 y;
20 sub: 15–17 y;
16 sub: 18–20 y;
8 sub: 21–23 y

SW

414, 813, 1615

Deterministic tractography

Dennis et al., 2013a

HARDI

47 sub: 12.3 ± 0.18 y;
55 sub: 16.2 ± 0.37 y;
336 sub: 23.6 ± 2.2 y

SB

68

Deterministic tractography

Dennis et al., 2013b

HARDI

439 sub: 12–30 y

SW

70 (Desikan –Killiany atlas)

Deterministic tractography

Chen et al., 2013

DTI

36 sub: 6.0–9.7 y
36 sub: 9.8–12.7 y;
36 sub: 12.9–17.5 y;
36 sub: 17.6–21.8 y;
36 sub: 21.9–29.6 y

SW

78 (AAL template)

Deterministic tractography

Grayson et al., 2014

HARDI
fMRI

15 sub: 7–11 y;
14 sub: 24–35 y

SW
SW

219

Deterministic tractography;
Pearson’s correlation

Lim et al., 2015

DTI

121 sub: 4–40 y

SW

82 (Freesurfer parcellation)

Deterministic tractography

Huang et al., 2015

DTI

25 neotates: 37–43 wk;
13 toddlers: 1.79–3.12 y;
25 preadolescents:
10.7–13.5 y;
18 adults: 25–44 y

SW

80 (AAL template)

Probabilistic tractography

Zhao et al., 2015

DTI

113 sub: 9–85 y

SW

1024

Deterministic tractography

Baker et al., 2015

HARDI

31 sub (longitudinal):
15.58–17.94 y,
17.89–19.96 y

SW

80 (Freesurfer parcellation)

Probabilistic tractography;

Koenis et al., 2015

DTI

183 sub (longitudinal):
9.9 ± 1.4 y; 12.9 ± 1.4 y

SW

90 (AAL template)

Deterministic tractography

Wierenga et al., 2015

DTI

85 sub: 7.0–22.6 y;
38 sub: 7.4–22.9 y

SW

68 (Desikan–Killiany
template)

Deterministic tractography

(Continued)
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TABLE 1 | Continued
Study

Modality

Subject n: ages

Network Node numbers
type

Connectivity metrics

Khundrakpam et al.,
2013

sMRI

51 sub: 8.5–11.3 y;
51 sub: 11.4–14.7 y;
51 sub: 14.8–18.3 y

SB

78 (AAL template)

Pearson’s correlation of the
regional cortical thickness

Alexander-Bloch et al.,
2013

sMRI
fMRI

108 sub for anatomical
network: 11.1–20.0 y;

SW

360

108 sub (longitudianl) for
maturaltional network:

SW

Pearson’s correlation of the
regional cortical thickness and
the change rate of regional
cortical thickness; Wavelet
correlation

9.0–22.8 y; 32 sub for
functional network:
15.21–33.7 y

SW

445 sub
(longitudinal):3–20 y

SB

78 (AAL template)

Pearson’s correlation of the
regional cortical thickness and
cortical folding

Nie et al., 2013

sMRI

Sub, subjects; d, days; wk, weeks; mo, months; y, years; PMA, postmenstrual age; S, symmetric; W, weighted; B, binary; AAL, automatic anatomical labeling.

are also neighbors of each other (Watts and Strogatz, 1998), while
the modularity is determined by a single statistic of reflecting the
modular structures of a network (Newman, 2006; Blondel et al.,
2008). By contrast, integration refers to the efficiency of global
information communication or the ability to integrate distributed
information in the network, which is usually measured by the
characteristic path length of a network, i.e., the average shortest
path length between nodes (Figure 1B; Watts and Strogatz,
1998). Here, a path is a unique sequence of edges that connects
two nodes with each other, and its length is given by the number
of steps (in a binary graph) or the sum of the edge lengths (in a
weighted graph), with the shortest one referred to as the shortest
path length. Notably, in a complementary form, Latora and
Marchiori (2001) also defined the local efficiency of each node,
which is similar but not equivalent to its clustering coefficient or
fault tolerance, and global efficiency that is inversely proportional
to the characteristic path length of the network, thus allowing
computation of a finite value for graphs with disconnected nodes.
Based on perspectives of information segregation and
integration, networks can be divided into different types,
including regular, small-world and random networks. Notably,
a small-world structure characterizes an optimized balance
between segregation and integration, which is essential for high
synchronizability and fast information transmission in a complex
network (Watts and Strogatz, 1998; Latora and Marchiori,
2001). A small-world network has both high global and local
information transformation capacity, which is characterized as
a shorter characteristic path length than a regular network
and a greater clustering coefficient than a random network.
Quantitatively, a small-world network is examined with the
measurements of the normalized characteristic path length,
defined as the ratio of the characteristic path length of the
brain network to that of matched random networks, and the
normalized clustering coefficient, defined as the ratio of the
clustering coefficient of the network to that of matched random
networks (Watts and Strogatz, 1998). Typically, for small-world
networks, the ratio between the normalized characteristic path
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length and the normalized clustering coefficient should be >>1
(Humphries and Prescott, 2005; Achard et al., 2006).

Hubs and Rich-Clubs
In brain networks, nodal regions that are positioned to make
strong contributions to global network communication can be
identified as network hubs using numerous different graph
measures (van den Heuvel and Sporns, 2013). The simplest graph
measure used for identifying hubs is degree centrality, which
evaluates the number of connections attached to a given node
(Figure 1C). Another measurement is betweenness centrality,
defined as how many of the shortest paths between all other
node pairs in the network pass through a given node, which
reflects the ability of information transformation (Freedman,
1977). Nodal efficiency is also a frequently used measurement,
which scales the average shortest path length between the given
node and all the other nodes in the network (Achard and
Bullmore, 2007). Importantly, these high-degree or high-central
hubs strongly tend to be densely interconnected and form a richclub structure in the brain organization (Figure 1C; van den
Heuvel and Sporns, 2011). These hubs and rich-clubs are found
to play important roles in global information transformation
at the expense of relatively higher wiring, running costs, and
vulnerability (Bullmore and Sporns, 2012; van den Heuvel et al.,
2012; Liang et al., 2013; Tomasi et al., 2013).

TYPICAL DEVELOPMENT OF HEALTHY
BRAIN CONNECTOMES
Here, we focused on the development of the human brain
connectome during the first two decades of life, in which
dramatic brain structure changes happen and complex cognitive
functions emerge (Giedd and Rapoport, 2010; Tau and Peterson,
2010). By searching PubMed (http://www.ncbi.nlm.nih.gov/
pubmed) using the keywords “graph theory,” “small world,”
“connectome” and “development” or “maturation,” we selected
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FIGURE 1 | Summary of the main measures with graph theoretical analysis. (A) Metrics regarding the segregation of a network. Local clustering describes the
tendency of nodes to form local triangles, providing insight into the local organization of the network. There are four modules in the graph in which connections within
modules are much denser than connections between them. (B) Metrics about the integration of a network. The shortest path length describes the minimum number
of steps needed to travel between two nodes (dots in yellow) and provides insight into the capacity of the network to communicate between remote regions. (C) The
existence of a small set of high-degree nodes with a central position in the network may suggest the existence of hub nodes. High-level connectivity (lines in red)
between hub nodes (dots in red) may suggest the existence of a central so-called rich club within the overall network structure.

efficiency in 2-years-old toddlers compared with term neonates
(Huang et al., 2015), as well as increased fiber length in 1-yearold infants compared with 2-week-old neonates (Yap et al., 2011).
In contrast, decreased network segregation properties were
reported, with a decreased clustering coefficient and modularity
during the first half year (Tymofiyeva et al., 2013), as well as
a decreased normalized clustering coefficient and modularity
and increased number of modules and connectors in 2-yearold toddlers compared with term neonates (Huang et al., 2015).
Moreover, although the degree distribution was found to follow
a truncated power law across this period (Yap et al., 2011), which
makes the network resilient to attacks, the network robustness to
both random and targeted attack was reported to increase with
age (Figure 2D; Huang et al., 2015), referring to the continuous
refining of brain networks. Behavior al studies found that in halfyear-old infants, the characteristic path length of brain structural
networks inversely correlates with the neuromotor outcomes
(Tymofiyeva et al., 2012).
Regionally, brain hubs were also found to be well-established
by the time of birth (Figure 2C). Specifically, the hubs in
neonates, calculated with both degree centrality and nodal
efficiency, were found to be located in the medial superior
parietal lobule and cuneus, which were adult-like, and in lateral
regions including the rolandic operculum, Heschl’s gyrus and
sensorimotor regions, which were infant-specific (Gong et al.,
2009; Yap et al., 2011; Huang et al., 2015; van den Heuvel et al.,
2015). With development, the nodal efficiency of the medial
hubs and fronto-medial regions was found to be significantly
increased, whereas that of the regions located laterally decreased
with age, until the hub locations in toddlers were highly similar
to those in adults (Huang et al., 2015).
Gender differences in babies’ brain networks were not
detected until they were 2 years old, with females exhibiting
higher global efficiency and lower local efficiency than males
(Yap et al., 2011). Network asymmetry was already detected
in neonates’ brains, with an overall higher nodal betweenness
in the right brain than the left brain, and this increased with
age (Yap et al., 2011). Notably, this study reported increased

articles that used graph theory to analyze the brain networks
based on MRI, fNIRS and EEG/MEG data. In total, we included
43 papers and discussed the development patterns of topological
properties of brain connectomes (Tables 1, 2). According to
the literature we reviewed, we found that the development of
structural and functional brain connectomes followed distinct
changing patterns from infancy to childhood and adolescence
periods. Thus, we separately discussed the brain’s structural
and functional development, with each section proceeding
chronologically from infancy (approximately 0–2 years old) to
childhood and adolescence (approximately 2–10 years old).

Development of Structural Brain
Connectomes
Structural Connectivity Networks
Recent advances in dMRI and tractography methods enable
us to noninvasively study human brain structural networks.
Specifically, through mapping the local diffusivity of water
molecules in brain tissues, dMRI tractography allows us to
map structural connectivity by traced white-matter fibers with
deterministicor probabilistic tractography methods (Mori et al.,
1999; Mori and van Zijl, 2002; Behrens et al., 2007). Whole-brain
structural connectivity networks are then constructed by linking
distinct regions with detected fiber tracts (Hagmann et al., 2007;
Gong et al., 2009).

Infancy
Using dMRI data, many studies have demonstrated that the
adult-like topological organization of structural brain networks,
such as the small-world, modular, hub, and rich-club structures,
is well established by the time of birth (Figures 2A,C; Yap
et al., 2011; Tymofiyeva et al., 2012, 2013; Ball et al., 2014;
Huang et al., 2015; van den Heuvel et al., 2015). During the
first few years of development, the topological structure of
the brain structural connectivity networks were reported to
exhibit increased global integration with decreased characteristic
path length in approximately 6-month-old infants compared
with term neonates (Tymofiyeva et al., 2013), increased global

Frontiers in Neuroanatomy | www.frontiersin.org

5

March 2016 | Volume 10 | Article 25

Cao et al.

Toward Developmental Connectomics of the Human Brain

TABLE 2 | Overview of studies about functional network development.

Infancy

Childhood and
adolescence

Study

Modality

Subject n: ages

Network
type

Node numbers

Connectivity metrics

Fransson et al., 2011

fMRI

18 infants: 39 wk and 2 days;
18 sub: 22–41 y

SB

Voxel-wise

Pearson’s correlation

Gao et al., 2011

fMRI

51 neonates: 23 ± 12 d;
50 sub: 13 ± 1 mo;
46 sub:24 ± 1 mo

SB

90 (AAL template)

Pearson’s correlation

Gao et al., 2014

fMRI

178 sub: 1mo;
132 sub: 12 mo;
100 sub: 24 mo

SW

Voxel-wise

Pearson’s correlation

Pruett et al., 2015

fMRI

64 sub: 6 mo;
64 sub:12 mo

SW

230

Pearson’s correlation

Homae et al., 2010

fNIRS

15 sub: 2–11 d;
21 sub: 102–123 d;
16 sub: 180–206 d

SW

47

Pearson’s correlation

Fair et al., 2007

fMRI

49 sub: 7–9 y;
43 sub: 10–15 y;
47 sub: 21–31 y

SW

39

Pearson’s correlation

Fair et al., 2009

fMRI

66 sub: 7–9 y;
53 sub: 10–15 y;
91 sub: 19–31 y

S WB

34

Pearson’s correlation

Supekar et al., 2009

fMRI

23 sub: 7–9 y;
22 sub: 19–22 y

S WB

90 (AAL template)

Wavelet correlation

Dosenbach et al., 2010

fMRI

238 sub: 7–30 y

SW

160

Pearson’s correlation

Uddin et al., 2011

fMRI
DTI

23 children: 7–9 y;
22 adults: 19–22 y

SW
DW
SW

9

Partial correlation; Granger
causality analyses;
Diffusion MRI deterministic
tractography

Zuo et al., 2012

fMRI

1003 sub: ∼15–40 y

SW

Voxel-wise

Pearson’s correlation

Wang et al., 2012

fMRI

137 sub: 8–79 y

SW

116 (AAL template)

Pearson’s correlation

Hwang et al., 2013

fMRI

28 children: 10–12 y;
41 adolescents: 13–17 y;
30 adults: 18–20 y

S BW

Voxel-wise,
160 (Dosenbach)

Pearson’s correlation

Wu et al., 2013

fMRI

60 sub: 5.7–18.4 y

SB

90 (AAL template)

Pearson’s correlation

Cao et al., 2014b

fMRI

126 sub: 7–85 y

SW

1024, 106 (Dosenbach),
131 (Yeo)

Pearson’s correlation

Betzel et al., 2014

fMRI
DTI

126 sub: 7–85 y

SW
SW

114 (Yeo)

Pearson’s correlation;
Diffusion MRI deterministic
tractography

Sato et al., 2014

fMRI

447 sub: 7–15 y

SW

325 (AT325 atlas)

Pearson’s correlation

Sato et al., 2015

fMRI

447 sub: 7–15 y

SW

28

Pearson’s correlation

Qin et al., 2015

fMRI

183 sub: 7–30 y

SW

116 (AAL template)

Pearson’s correlation

Gu et al., 2015a

fMRI

780 sub: 8–22 y

SW

264 (Power)

Wavelet correlation

Boersma et al., 2011

EEG

227 sub: 5–7 y

SW

14

Synchronization likelihood

Miskovic et al., 2015

EEG

61 sub: 7 y;
53 sub: 8 y;
52 sub: 9 y;
56 sub: 10 y;
47 sub: 11 y

SW

33

Phase lag index

Sub: subjects; d: days; wk: weeks; mo: months; y: years; S: symmetric; D: directed; W: weighted; B: binary; AAL: automatic anatomical labeling.
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Notably, there were also some inconsistent findings, which are
mainly reflected in increased local efficiency during development
(Chen et al., 2013; Koenis et al., 2015; Wierenga et al., 2015).
Given that both decreased (Lim et al., 2015) and increased
fiber streamline counts (Chen et al., 2013) and increased mean
fractional anisotropy (Koenis et al., 2015), as well as decreased
average apparent diffusion coefficients, diffusivity, and radial
diffusivity, were found during development (Hagmann et al.,
2010; Wierenga et al., 2015), we inferred that different weighting
methods may explain these different results. In an analysis of
dMRI data from the same group, Koenis et al. (2015) found
that fractional anisotropy weighted networks showed increased
local efficiency, whereas fiber number weighted networks showed
decreased local efficiency with development.
Taken together, these findings indicate that structural
connectivity networks already exhibit adult-like organization
at the time of birth and then experience continued increased
integration and robustness with development, indicating the
refining of brain circuits. Throughout this period, hub locations
were relatively consistent in the postero-medial core, with
extensions into the temporo-parietal junction and fronto-medial
cortices, with fine-tuning in the strengthening of the frontal and
temporal hubs, as well as weakening of the subcortical hubs and
lateral non-hub regions in the cortex. Notably, increased FA was
found to be significantly correlated with the changes in network
properties, indicating that the development of network structure
is associated with microstructural modifications of white matter,
such as synaptogenesis and synaptic and axonal pruning, as
well as myelination (Tau and Peterson, 2010; Huang et al.,
2015). However, discrepancies between different studies also
exist, which may be due to differences in network construction
approaches and limited sample sizes.

local segregation and consistent global integration during early
development, which was not consistent with the above-discussed
papers (Tymofiyeva et al., 2013; Huang et al., 2015). Specifically,
Yap et al. (2011) found that 2-week-old neonates’ brain networks
exhibit lower local efficiency but similar global efficiency
compared with that of 1-year-olds and 2-year-olds, indicating the
needs for further studies with larger sample sizes.

Childhood and adolescence
After the first few years, increased integration and decreased
segregation were generally found to continue until adulthood
(Hagmann et al., 2010; Chen et al., 2013; Dennis et al., 2013b;
Huang et al., 2015). Specifically, from 2 years of age to adulthood,
human brain structural networks experience the continued
increases in global efficiency, nodal strength, number of modules
and connectors and decreased local clustering and modularity
(Hagmann et al., 2010; Uddin et al., 2011; Chen et al., 2013;
Dennis et al., 2013b; Huang et al., 2015; Koenis et al., 2015;
Wierenga et al., 2015; Zhao et al., 2015). The numbers of
streamlines of fiber tracts, which were short, within modules
and within hemispheres, were found to significantly decrease
with development (Lim et al., 2015). Moreover, these types
of topological changes were found to be highly heritable and
significantly correlated with IQ (Koenis et al., 2015).
The location of hubs was found to be relatively consistent
across this period, with subtle changes taking places (Figure 2C;
Hagmann et al., 2010; Chen et al., 2013; Huang et al., 2015).
Specifically, relatively strong developmental changes in the intralobe connections within the frontal and parietal lobes compared
to changes in the temporal and occipital lobes and between
subcortical structures were observed (Wierenga et al., 2015).
Furthermore, the regions located within the default mode
network were found to mature later than other regions (Chen
et al., 2013; Zhao et al., 2015). The rich-club organization,
which consisted of densely interconnected hubs and comprised
the postero-medial core with extensions into the temporoparietal junction and fronto-medial cortices, was also found to
be established in the brains of children and remained stable
with development (Hagmann et al., 2010; Chen et al., 2013;
Dennis et al., 2013a; Grayson et al., 2014), with subtle connection
changes, including decreased correlation within the subcortical
hub and increased connections between the frontal and temporal
as well the frontal and subcortical hubs (Figure 2B; Dennis
et al., 2013b; Baker et al., 2015). Network motifs, a specific
connectivity pattern, were found to change across ages, but they
were significantly affected by template resolution (Echtermeyer
et al., 2011). Meanwhile, anatomical measurement of fiber length
was found to significantly increase during development (Zhao
et al., 2015), with a robust distribution relative to the spatial
resolution (Echtermeyer et al., 2011).
Gender differences during this period were reported, which
included the earlier streamline losses (Lim et al., 2015)
and significantly higher small-worldness and normalized local
clustering in females than in males (Dennis et al., 2013b). Brain
asymmetry was also found, including inverse development curves
between the left and right hemispheres with respect to global
efficiency, local clustering, and modularity (Dennis et al., 2013b).
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Structural Covariance Networks
Structural covariance networks are established based on
coordinated variations in brain morphology (e.g., gray-matter
volume and thickness), which are established by structural MRI,
as measures of structural association between regions (Lerch
et al., 2006; He et al., 2007).

Infancy
There is only one work conducted by Fan et al. (2011), exploring
the structural covariance network development during infancy.
They found that the economic small world and modular structure
were also established in the structural covariance networks
of 1-month-old infants. During early development, from 1
month to 3 years old, network integration consistently enhanced
with increased global efficiency, whereas network segregation
properties showed inverted U-shape curves, with the modularity
and local efficiency of 2-year-olds being higher than those of the
brain networks of younger and older participants.

Childhood and adolescence
Khundrakpam et al. (2013) explored the development of
structural covariance networks from early childhood to
adulthood. Complex topological structure changes were
detected: from 4 years to 11 years, network integration
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FIGURE 2 | Development of white-matter connectomes. (A) Structural connectivity matrices of the neonates, toddlers, pre-adolescents, and adults
group-averaged connectome. Adapted from Huang et al. (2015). (B) Late adolescent developmental changes in structural connectivity, with the thickness of each
connection weighted by its associated one-tailed t-test statistic (FWE corrected, p < 0.05). Edge color represents connection type: non-hub to non-hub (yellow), hub
to non-hub (orange), and hub to hub (red), with larger nodes corresponding to hub regions. Node color represents the assignment of each region of interest to one of
five broad anatomical divisions: frontal (cyan), parietal (lime), temporal (magenta), occipital (orange-red), or subcortical (blue). The center panel illustrates the
anatomical distribution of developmental decreases (lower triangular matrix) and increases (upper triangular matrix) in connectivity based on the classification of edges
according to the anatomical divisions they interconnected. The values in these matrices represent relative proportions, calculated as the ratio between the frequency
of edges linking each pair of divisions and the total number of edges belonging to the two categories. Adapted from Baker et al. (2015). (C) Distributions of hub
regions in different age groups based on nodal efficiency centrality. PCG, precentral gyrus; PCUN, precuneus; CUN, cuneus; DCG, dorsal cingulate gyrus; INS,
insular; ACG, anterior cingulate gyrus; SOG, superior occipital gyrus; ORBinf, inferior frontal gyrus; ROL, rolandic operculum; HES, Heschl’s gyrus. Adapted from
Huang et al. (2015). (D) Topological robustness of the structural networks in each group. The graphs show the AUC of the largest connected component (LCC) as a
function of the removed node number by targeted attacks. The brain networks in the preadolescents (red line) were approximately as robust as those in toddlers (blue
line) in response to both target failures. However, the neonates (green line) displayed remarkably reduced stability against both targeted attack and random failure
compared with the other two groups. Adapted from Huang et al. (2015).

developed mainly during early to late childhood (∼5–11 years
old; Khundrakpam et al., 2013).
Recently, one work employed the similarity in maturational
curves of cortical thickness between regions in participants
ranging from 6 to 12 years old to construct brain structural
networks (Alexander-Bloch et al., 2013). They found that the
topological properties of these maturational networks exhibit
similar topological properties to the structural covariance
networks. Furthermore, both the maturational and structural
covariance networks could predict the functional networks
well. These findings indicate that maturational trajectories may
underlie the properties of structural covariance networks, as well
as functional networks.
In summary, during development the global topological
properties of structural covariance networks undergo
complicated changes, which still need further exploration.
In contrast, the regional findings were relatively consistent in
the hub locations, which were similar to the hubs in structural
connectivity networks. The developmental order from primary
to high functioning regions was also detected. Notably, the
structural covariance connections were previously reported to
partly reflect underlying fiber connections but contain exclusive
information (Gong et al., 2012). Specifically, graph theoretic
analysis reveals that the thickness correlation network has a more
randomized overall topology than the structural connectivity
network, whereas the regional characteristics in these two

continuously enhanced characterized by increased global
efficiency and numbers of connectors, whereas segregation
decreased, characterized by decreased local clustering; from
11 years to 15 years, contrasting development curves were
found, including decreased global efficiency and numbers
of connectors with increased local efficiency; thereafter, the
networks became stable until adulthood. However, a longitudinal
study of a large sample with 3- to 29-year-old subjects, which
employed two correlation calculation methods, the correlation
of cortical thickness and cortical curvedness, to construct the
brain networks, reported inconsistent findings (Nie et al., 2013).
Specifically, the global efficiencies of both types of networks
were found to decrease from 3 years old to 7 years old and then
increase until approximately 9 years old and then become stable.
In contrast, the local efficiency increased from 3 to 7 years old and
then decreased with age. The peak age for both developmental
curves was ∼7 years old, when brain cortical thickness reaches
its highest value and cortical folding becomes stable.
Although the network reorganized during the developmental
period, the location of hubs was relatively consistent comprising
the medial posterior parietal and frontal core and some temporal
regions with subtle changes from the language-related regions
to the frontal lobes (Fan et al., 2011; Khundrakpam et al., 2013;
Nie et al., 2013). Regional analysis also found that the primary
regions matured earlier and were well developed by 5 years
old, followed by the paralimbic and association regions, which
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networks are statistically correlated, which may be in agreement
with the findings during development.

The functional network in the human brain in vivo can
be constructed from EEG/MEG, fNIRS, and fMRI data by
calculating the temporal correlation between the fluctuations in
measured electric, magnetic and blood oxygen level-dependent
signal. Specifically, the resting-state functional imaging data
measures the endogenous or spontaneous brain activity of
subjects who are not performing any specific tasks, which is very
suitable for the study of development (Biswal et al., 1995; Stam,
2010; Niu and He, 2013).

significantly increased with age, with the clusters comprising
homolog regions formed (Homae et al., 2010). Meanwhile,
the homotopic connections of the frontal regions decreased
with age, whereas the connections of the prontoposterior
regions decreased until ∼3 months of age but then increased
(Homae et al., 2010). Another study found that the thalamussensorimotor and thalamus-salience connectivities were found
already formed in neonates, whereas the thalamus-medial visual
and thalamus-default mode network connectivity emerged at
1 year of age (Alcauter et al., 2014). Moreover, classification
analysis revealed that the functional connectivity could provide
critical information to accurately identify infants at high-risk
for autism versus infants at low-risk, both in 6-month-old and
12-month-old infants (Pruett et al., 2015).

Infancy

Childhood and adolescence

Studies that employed resting-state fMRI (rsfMRI) have found
that typical organizational principles, such as the existence of
hubs and small-world structure, were already present by the time
of birth (Fransson et al., 2011; Gao et al., 2011). In the first 2 years
of life, both the functional network integration and segregation
properties were found to significantly increase with age from
birth to 1 year of age (Gao et al., 2011). Thereafter, the network
efficiency became stable. The robustness of the networks linearly
increased with age (Gao et al., 2011). Global and local efficiency
in the specific functional network of the sensorimotor system
significantly increased from 1 year of age to 2 years of age, which
was also reported with MEG data (Berchicci et al., 2015).
Hub regions were also detected in newborn infants. Fransson
et al. (2011) found that the functional hub regions in the brains of
neonates born ∼1 week before were located in primary regions,
including sensorimotor cortex, caudate, supplementary motor
area, superior temporal cortex, occipital cortex, and lateral and
medial prefrontal cortex (Figure 3A). Gao et al. (2011) studied
hub evolution during the early development. Specifically, they
also detected that the regions located in the lateral frontal
cortex, caudate, and occipital cortex acted as hubs in newborn
neonates. With development, bilateral supplementary motor
areas were noted among the hubs in 1-year-old infants. In 2year-olds, the hub regions moved toward to areas involved in
high order cognitive functions, such as the medial superior
frontal gyrus (Gao et al., 2011). Notably, they found that the
bilateral insula consistently performed as hubs for all three age
groups. Moreover, during the first 2 years, the hub regions
showed increases in their long-range connections to possess an
increasingly more efficient strategy. Inter-subject variability was
found to be relatively lower in primary functional areas but
higher in association areas during the first 2 years (Gao et al.,
2014). Although inter-subject variability in infants was similar
to that in adults, specific patterns were still present in infants.
Specifically, the medial prefrontal/anterior cingulated, auditory,
subcortical and insula regions exhibited lower variability in
infants than in adults, which may indicate “skill learning”
development (Gao et al., 2014).
Consistent with increasingly efficient communication,
connectional analysis found that during the first 6 months,
the connections of the temporal, parietal and occipital cortex

After early development, brain functional networks still showed
increased segregation with increased local clustering or local
efficiency, within-module connectivity, and network hierarchy
after 5 years of age (Supekar et al., 2009; Dosenbach et al.,
2010; Boersma et al., 2011; Wu et al., 2013; Betzel et al.,
2014; Cao et al., 2014b). Notably, increased global efficiency
(Miskovic et al., 2015) and long distance connections (Fair
et al., 2007, 2009; Supekar et al., 2009; Dosenbach et al., 2010;
Cao et al., 2014b), as well as the organization of modules,
shifted from a local anatomical emphasis in children to a more
distributed architecture in young adults (Figure 3B; Fair et al.,
2009), indicating an increased global integration process. Taken
together, these findings indicated that the functional specification
and integration in the brain increased during development. One
recent study conducted a modular analysis of the subjects from 8
to 22 years old and found that different systems with diverse roles
in whole-brain networks showed different change trajectories
with development (Gu et al., 2015a). Specifically, sensorimotor
systems and higher order cognitive systems (cognitive control,
salience, memory, and attention systems), tending to be cohesive
provincial and incohesive connector systems, respectively, all
became increasingly segregated from other systems during
development. Subcortical and cerebellar systems, tending to be
incohesive provincial systems, became increasingly differentiated
during development. Uniquely, the default mode system, tending
to be a cohesive connector system, was shown to be both
increasingly cohesive and increasingly associated with other
systems during development.
Hub distributions after 5 years old were found to be stable
until adulthood located at the insula, superior visual cortex,
postcentral gyrus, thalamus, caudate, and default mode network
(DMN), comprising the precunues/posterior cingulated cortex,
angular cortex, superior frontal gyrus, parahippocampal, medial
prefrontal cortex, and middle temporal gyrus (Zuo et al., 2012;
Hwang et al., 2013; Wu et al., 2013; Cao et al., 2014b).
Notably, these hubs intensely interconnected to form the richclub organization. With development, the normalized richclub coefficients, i.e., the connectivity between the hub regions,
significantly increased (Figure 3C; Fair et al., 2008; Uddin et al.,
2011; Cao et al., 2014b; Grayson et al., 2014), indicating enhanced
communication between hubs. The regional properties of the

Development of Functional Brain
Connectomes
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FIGURE 3 | Development of functional connectomes. (A) Distribution of hub regions in the functional networks of infants and adults based on degree centrality. In
infants, the majority of cortical hubs were located in the homomodal cortex, mostly in the auditory, visual, and sensorimotor areas, and to a lesser extent in the PFC.
Prominent locations for hubs in adults included the precuneus/posterior cingulate cortex, medial PFC, anterior cingulate cortex, bilateral parietal lobule, and bilateral
insula. Adapted from Fransson et al. (2011). (B) The figure showed the dynamic development of the default network, and cerebellar network using spring embedding.
The figure highlights the segregation of local, anatomically clustered regions, and the integration of functional networks over development. Nodes are color coded by
their adult network profile (core of the nodes) and by their anatomical location (node outlines). Connections with r > 0.1 were considered connected. Adapted from Fair
et al. (2009). (C) The functional rich-club organizations in children and adults. Although many regions overlap (red arrows, for example), there are bilateral regions that
appear only in adults (blue arrows, for example). Adapted from Grayson et al. (2014). (D) Modularity and SC–FC correlation. Cortical SC and FC matrices averaged
over the younger (<4 years) and older (>13 years) age group. Structural modules are delineated by the superimposed white grid. Eleven modules (M1–M6 in the right
hemisphere, M7–M11 in the left hemisphere) were identified, and the two sets of SC and FC matrices are displayed such that modules correspondence across age is
maximized. Although modules are highly conserved (normalized mutual information = 0.82), there is a notable increase in SC–FC correspondence from younger to
older brains. There is an increasing statistically significant relationship between SC and FC across age (R = 0.74, p < 0.005). Adapted from Hagmann et al. (2010).

connectivity, which significantly increased with age, could be
used to accurately predict brain age (Qin et al., 2015). Notably,
the correlations between structural and functional connectivity
showed an increasing trend with age (Figure 3D; Hagmann et al.,
2010; van den Heuvel et al., 2015). In particular, the functional
connectivity without direct structural connections was primarily
strengthened with development (Betzel et al., 2014).
Gender effects explorations found that girls exhibited higher
local clustering than boys (Boersma et al., 2011; Wu et al.,
2013), whereas boys showed higher global efficiency than girls
(Wu et al., 2013). Regional differences in gender were found
in the DMN, language, sensorimotor, and the visual systems,
which may indicate cognitive differences between females and
males in visuospatial, language and emotion processing (Zuo
et al., 2012; Wu et al., 2013). IQ was found to be significantly

frontal brain regions, superior temporal gyrus, and angular gyrus
were found to increase with age, whereas those of the regions
related to motor, somatosensory, auditory, and visual functions,
as well as the bilateral precuneus and subcortical regions
decreased with age (Supekar et al., 2009; Dosenbach et al., 2010;
Wang et al., 2012; Zuo et al., 2012; Hwang et al., 2013; Wu et al.,
2013; Cao et al., 2014b; Sato et al., 2014, 2015). These findings
suggested that the regions for high order cognitive functions
matured late compared with the primary regions. Moreover,
the functional connectivity information could be used to
accurately predict brain maturity (Dosenbach et al., 2010; Wang
et al., 2012). Interestingly, recent neuroscience studies suggested
that resting-state FC may be dynamic and exhibit significant
spontaneous fluctuation (Kang et al., 2011; Hutchison et al.,
2013). The spontaneous fluctuations of resting-state functional
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2013; Fair et al., 2013). Notably, a developmental perspective has
recently been increasingly noted in the research of psychiatric
disorders (Di Martino et al., 2014). For ADHD, a delayed
developmental model has been proposed (Fair et al., 2010;
Cao et al., 2014a). Specific maturational lag in functional
connections within the DMN and in DMN interconnections with
the frontoparietal network and ventral attention network were
detected (Sripada C. S. et al., 2014b). Further studies are still in
needed to test the hypothesis from the connectomic perspective
using both multimodality data and whole-brain topological
analysis.
ASD manifests early in development and is characterized
by deficits in social interaction and communication, as well as
stereotyped and repetitive behaviors and restricted interests in
domains of activities (American Psychiatric Association. DSM5 Task Force, 2013). The findings about alterations in global
topological architecture in ASD were inconsistent. Whereas
the topological properties of functional networks were found
to exhibit a randomized tendency of decreased segregation,
both decreased and increased local clustering were found in
the structural networks of ASD patients (Rudie et al., 2012;
Jakab et al., 2013; Li et al., 2014; Valk et al., 2015). In
contrast, the regional findings suggested the disruption of both
functional and structural hubs in ASD (Figure 4B; Di Martino
et al., 2013; Crossley et al., 2014; Eilam-Stock et al., 2014).
Connectional analyses show hypoconnectivity in the so-called
“social network” encompassing the default mode, attention and
executive networks, and hyperconnectivity in limbic regions
(Figure 4B; Anderson et al., 2011; Gotts et al., 2012; Rudie
et al., 2012; Tyszka et al., 2014; Cheng et al., 2015). Specifically,
a lack of long-range connections and an increase in shortrange connections in ASD patients compared with healthy
controls were reported (Khan et al., 2013; Bernhardt et al.,
2014; Ameis and Catani, 2015; Kitzbichler et al., 2015). For
ASD, an overgrowth developmental hypothesis has been raised
(Courchesne et al., 2007; Uddin et al., 2013). Interestingly,
a recent DTI study conducted on 2-year-old babies showed
significantly disturbed local and global efficiency in high-risk
infants diagnosed with ASD, compared with both low- and
high-risk infants not diagnosed with ASD, indicating that the
abnormality occurred at a very early stage (Lewis et al., 2014).
Developmental dyslexia, also known as reading disorder, is
a neurobiological deficit characterized by persistent difficulty
in learning to read in children and adults who otherwise
possess normal intelligence (American Psychiatric Association.
DSM-5 Task Force, 2013). Thus far, the connectomic studies
in dyslexia are relatively few with divergent findings. Studies
employing sMRI data to explore alterations in Chinese dyslexia
found both decreased (Qi et al., 2016) and increased (Liu
et al., 2015) local clustering with constant global efficiency in
the structural networks compared with healthy participants.
Moreover, structural networks of children with familial risk of
reading difficulties showed no significant difference in global
topological properties compared with healthy controls (Hosseini
et al., 2013). Functional networks based on MEG data in
dyslexia showed reduced global and local efficiency during both
resting and task states compared with healthy controls (Vourkas

correlated with regional properties in the frontal, parietal and
temporal lobes (Wu et al., 2013; Santarnecchi et al., 2014), which
was consistent with the parieto-frontal integration theory of the
integrative roles of these regions. However, inconsistent findings
were also reported, including stable (Wu et al., 2013) or decreased
global efficiency (Boersma et al., 2011; Cao et al., 2014b)
and decreased modularity (Cao et al., 2014b; Miskovic et al.,
2015) during development. Notably, functional networks were
relatively sensitive to the choice of template, ways of computing
correlations and methods for determining the threshold of the
network (Wang et al., 2009a; Liang et al., 2012). All of these
factors may account for the inconsistent findings. Further studies
are still urgently needed to elucidate this problem.
In summary, the functional networks experienced more
dramatic reorganization during development than the structural
ones. Both increased information integration and segregation
continuously progressed since birth. The hub locations were
moved from the primary regions to those involving high-order
cognitive functions as the organization of modules shifted from
a local anatomical emphasis to a more distributed architecture.
Moreover, the physiological bases including blood supply and
glucose metabolism of functional network properties in both
infants and adults and modulation in response to task demands
were also detected (Chugani, 1998; Liang et al., 2013; Tomasi
et al., 2013). Therefore, we inferred that functional networks
matured with both the underlying structural networks and
environment-driving training to meet cognitive challenges at
different stages of life.

ATYPICAL DEVELOPMENT OF BRAIN
CONNECTOMES IN NEUROPSYCHIATRIC
DISORDERS
In this part, we briefly introduce the findings regarding abnormal
brain networks in neurodevelopment disorders (ADHD, ASD
and dyslexia) using imaging connectomics.
ADHD is one of the most common neurodevelopment
disorders in childhood, with core symptoms of inattention,
hyperactivity and impulsivity (American Psychiatric Association.
DSM-5 Task Force, 2013). Convergent evidence suggested that
children with ADHD had abnormal small-world properties in
both functional and structural brain networks characterized by
higher local clustering and lower global integrity, indicating
a disorder-related regular shift in organizational properties
(Figure 4A; Wang et al., 2009b; Ahmadlou et al., 2012a,b;
Cao et al., 2013). Regional and connectional alterations were
found to be mainly involved in the default-mode, attention,
sensorimotor, and subcortical systems (Figure 4A; Fair et al.,
2010, 2013; Colby et al., 2012; Tomasi and Volkow, 2012; Di
Martino et al., 2013; Sripada C. et al., 2014a). Specifically, the two
primary symptoms of ADHD were found to be correlated with
different connectivity changing patterns. Decreased connectivity
in prefrontal-dominant circuitry and increased connectivity
in orbitofrontal-striatal circuitry correlated with behavioral
scores of inattention and hyperactivity/impulsivity symptoms,
respectively (Figure 4A; Tomasi and Volkow, 2012; Cao et al.,
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FIGURE 4 | (A) Brain network alterations in ADHD. (i) Small-world models for ADHD and healthy brain networks. The ADHD networks showed a regular tendency
compared with healthy controls. Adapted from Cao et al. (2014a). (ii) Decreased or increased functional connectivity density (FCD) in ADHD patients compared with
healthy controls. Adapted from Tomasi and Volkow (2012). (iii) Decreased or increased white matter connections in ADHD participants compared with healthy controls
and their relationships with the clinical characteristics of the patients. Blue curve: the significantly decreased network-based statistic (NBS) component; red curve: the
significantly increased NBS component. Adapted from Cao et al. (2013). (B) Brain regions displaying disrupted functional connectivity in autism. (i) Voxels displaying
altered functional connectivity in autism. Voxels that displayed weaker functional connectivity in the autistic population than in the controls are shown in blue, and the
voxels that displayed stronger functional connectivity in the autistic population are shown in red. The color bar represents the degree of connectivity according to the
number of significantly affected edges relating to a given voxel. Adapted from Eilam-Stock et al. (2014). (ii) White matter tracts of the socio-emotional processing
system. Left: white matter tracts of the limbic system; middle: white matter tracts linking the mirror neuron system; right: white matter tracts of the face processing
system. Adapted from Ameis and Catani (2015). (C) Brain network alterations in dyslexia. (i) Whole-brain functional connectivity differences between groups.
Three-dimensional representation of healthy controls readers (NC) > dyslexic readers (DYS) and DYS > NC edge components (p < 0.01 after NBS correction).
Adapted from Finn et al. (2014). (ii) Between-group differences in regional nodal characteristics in cortical thickness networks. Group differences of and nodal degree
in cortical thickness networks. Blue represents the brain areas with significantly lower nodal properties in DYS than in NC, whereas red represents the brain areas with
significantly higher nodal properties in NC than in DYS. Adapted from Qi et al. (2016).

that in functional networks, non-impaired readers have stronger
left lateralization for language than dyslexic readers, who rely on
bilateral systems (Finn et al., 2014).
Together, many previous studies have shown topological
disorganization of brain networks in these neurodevelopmental
disorders. In the future, it will be important to compare
commonalities and differences in developmental brain networks
among these neuropsychiatric disorders. These imaging
connectomics studies will be critical for deepening our
understanding of developmental mechanisms and to discover

et al., 2011; Dimitriadis et al., 2013). Regional alterations in
both structural and functional networks were reported in the
visual cortex for visual information integration and prefrontal
areas for attention modulation, as well as the supramarginal
gyrus, precentral gyrus, Heschil’s gyrus, posterior cingulated, and
hippocampus (Figure 4C; Hosseini et al., 2013; Finn et al., 2014;
Liu et al., 2015; Valk et al., 2015; Qi et al., 2016). Interestingly,
the hub locations in the structural networks of Chinese dyslexia
were found to be more bilateral and anterior than those of healthy
controls (Qi et al., 2016), which was consistent with the findings
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Specifically, structural covariance networks with sMRI are more
complex and seem heavily affected by cortical morphological
changes with development. Finally, the literature reviewed here
suggests abnormal network development in populations with
developmental psychiatric disorders, such as ADHD and ASD.
Although these findings shed light on our understanding
of human development at a macroscopic level, some issues
and problems still need to be addressed. First, most of the
connectome developmental changes were detected based on
cross-sectional data; thus, they may be influenced by inter-subject
variability and unbalanced cohort distributions. Thus far, only
a few studies regarding the structural connectome development
have employed longitudinal data, with relatively small sample
sizes. Investigations of longitudinal network dynamics with large
sample sizes should be under taken in the future to reveal the
nature of developmental changes. Second, it is now commonly
accepted that development is conjointly driven by structural
maturation of the brain as well as skill learning. However,
more evidence is needed to understand when and how genes
and the environment influence the human brain, especially the
differences between brain systems. Moreover, the underlying
physiological bases of behavior performances at different ages
remain largely unclear. Further studies employing multimodal
data should be conducted to ascertain the genetic/environmentbrain-behavior model during development. Third, according
to previous discussions, several inconsistencies existed in the
findings of connectomes in different imaging modalities, and
a significantly increased function-and-structure coherence was
observed. Although we summarized this as the earlier maturation
of structural networks compared with functional networks
(Figure 5), further studies are still needed to explore whether
these discrepancies reflect additional biological information or
limitations of the analysis or imaging methods. Fourth, some
new connectome analysis approaches have been raised recently,
such as dynamic connectivity, which more comprehensively
describes the brain’s dynamic integration, coordination and
responses to internal and external stimuli across multipletime
scales (Hutchison et al., 2013), and network controllability,
which reflects the underlying mechanism of brain transformation
between cognitive states (Gu et al., 2015b). Further studies
using these methods on brain connectome development would
provide additional information. Fifth, novel imaging acquisition
protocols emerged recently. For example, multiband fMRI
(Feinberg et al., 2010; Moeller et al., 2010) with high sampling
rates may provide temporally complementary information about
functional integration among brain regions and simultaneously
reduce the effects of high frequency physiological noise compared
with traditional fMRI with low sampling rates (Liao et al.,
2013). Further studies with these new protocols will dramatically
increase our knowledge of network development.

FIGURE 5 | Sketch plot showing the development of structural and
functional brain networks in infancy and childhood and adolescence
relative to healthy adults.

biomarkers for early diagnosis, treatment evaluation, and
identification of intervention targets.

CONCLUSION AND FURTHER
CONSIDERATIONS
Taken together, structural connectivity networks, structural
covariance networks, and functional networks already exhibit
an efficient small-world modular structure, with the appearance
of hubs at the time of birth. The organizations of structural
connectivity networks in infants were somewhat similar to those
of adults, with the refining of enhanced network integration
with development. In contrast, functional networks in infants
showed dramatically different architecture from those in adults,
although the critical topological structure was also established.
With development, functional networks are reorganized, with
both increased segregation and integration as hubs move
from primary regions toward high order cognitive regions.
These finding suggest that structural connectivity networks
may mature earlier than the functional ones (Figure 5). Given
that previous studies that employed empirical and simulated
data have demonstrated that structural connectivity provides
crucial structural substrates underlying the brain’s functional
connections in adults (Honey et al., 2009; van den Heuvel
et al., 2009; Wang et al., 2015), this developmental pattern
may reflect preparation for the potential structural constrains
of further development of the brain’s functional networks.
Further studies are needed to verify this hypothesis. The
brain networks constructed with structural covariance using
sMRI data showed different maturational curves than those of
either structural connectivity networks or functional networks.

Frontiers in Neuroanatomy | www.frontiersin.org

AUTHOR CONTRIBUTIONS
MC and YH designed the study; MC, HH and YH wrote this
manuscript; YP and QD provided interpretation and revisions of
the manuscript.

13

March 2016 | Volume 10 | Article 25

Cao et al.

Toward Developmental Connectomics of the Human Brain

ACKNOWLEDGMENTS

(Grant No. 81225012 and 31221003), the 111 Project (Grant
No. B07008), National Institute of Health of United States
(Grant No: NIH MH092535 and U54HD086984), and the
Open Research Fund of the State Key Laboratory of Cognitive
Neuroscience and Learning (Grant No. CNLYB1407, YH
and HH).

We thank Mark Graham for careful language editing on the
manuscript. This work was supported by the National Key
Basic Research Program of China (973 Project, Grant No.
2014CB846102), the Natural Science Foundation of China

REFERENCES

Biswal, B. B., Mennes, M., Zuo, X. N., Gohel, S., Kelly, C., Smith, S. M., et al. (2010).
Toward discovery science of human brain function. Proc. Natl. Acad. Sci. U.S.A.
107, 4734–4739. doi: 10.1073/pnas.0911855107
Blondel, V. D., Guillaume, J.-L., Lambiotte, R., and Lefebvre, E. (2008). Fast
unfolding of communities in large networks. J. Stat. Mech. 2008:P10008. doi:
10.1088/1742-5468/2008/10/P10008
Boersma, M., Smit, D. J., de Bie, H. M., Van Baal, G. C., Boomsma, D. I., de Geus, E.
J., et al. (2011). Network analysis of resting state EEG in the developing young
brain: structure comes with maturation. Hum. Brain Mapp. 32, 413–425. doi:
10.1002/hbm.21030
Bullmore, E., and Sporns, O. (2009). Complex brain networks: graph theoretical
analysis of structural and functional systems. Nat. Rev. Neurosci. 10, 186–198.
doi: 10.1038/nrn2575
Bullmore, E., and Sporns, O. (2012). The economy of brain network organization.
Nat. Rev. Neurosci. 13, 336–349. doi: 10.1038/nrn3214
Bullmore, E. T., and Bassett, D. S. (2011). Brain graphs: graphical models of
the human brain connectome. Annu. Rev. Clin. Psychol. 7, 113–140. doi:
10.1146/annurev-clinpsy-040510-143934
Cao, M., Shu, N., Cao, Q., Wang, Y., and He, Y. (2014a). Imaging functional and
structural brain connectomics in attention-deficit/hyperactivity disorder. Mol.
Neurobiol. 50, 1111–1123. doi: 10.1007/s12035-014-8685-x
Cao, M., Wang, J. H., Dai, Z. J., Cao, X. Y., Jiang, L. L., Fan, F. M., et al. (2014b).
Topological organization of the human brain functional connectome across the
lifespan. Dev. Cogn. Neurosci. 7, 76–93. doi: 10.1016/j.dcn.2013.11.004
Cao, Q., Shu, N., An, L., Wang, P., Sun, L., Xia, M. R., et al. (2013).
Probabilistic diffusion tractography and graph theory analysis reveal abnormal
white matter structural connectivity networks in drug-naive boys with
attention deficit/hyperactivity disorder. J. Neurosci. 33, 10676–10687. doi:
10.1523/JNEUROSCI.4793-12.2013
Chen, Z., Liu, M., Gross, D. W., and Beaulieu, C. (2013). Graph theoretical analysis
of developmental patterns of the white matter network. Front. Hum. Neurosci.
7:716. doi: 10.3389/fnhum.2013.00716
Cheng, W., Rolls, E. T., Gu, H., Zhang, J., and Feng, J. (2015). Autism: reduced
connectivity between cortical areas involved in face expression, theory of mind,
and the sense of self. Brain 138, 1382–1393. doi: 10.1093/brain/awv051
Chugani, H. T. (1998). A critical period of brain development: studies
of cerebral glucose utilization with PET. Prev. Med. 27, 184–188. doi:
10.1006/pmed.1998.0274
Colby, J. B., Rudie, J. D., Brown, J. A., Douglas, P. K., Cohen, M. S., and Shehzad, Z.
(2012). Insights into multimodal imaging classification of ADHD. Front. Syst.
Neurosci. 6:59. doi: 10.3389/fnsys.2012.00059
Collin, G., and van den Heuvel, M. P. (2013). The ontogeny of the human
connectome: development and dynamic changes of brain connectivity across
the life span. Neuroscientist 19, 616–628. doi: 10.1177/1073858413503712
Courchesne, E., Pierce, K., Schumann, C. M., Redcay, E., Buckwalter, J. A.,
Kennedy, D. P., et al. (2007). Mapping early brain development in autism.
Neuron 56, 399–413. doi: 10.1016/j.neuron.2007.10.016
Crossley, N. A., Mechelli, A., Scott, J., Carletti, F., Fox, P. T., McGuire, P., et al.
(2014). The hubs of the human connectome are generally implicated in the
anatomy of brain disorders. Brain 137, 2382–2395. doi: 10.1093/brain/awu132
Dehaene-Lambertz, G., and Spelke, E. S. (2015). The infancy of the human brain.
Neuron 88, 93–109. doi: 10.1016/j.neuron.2015.09.026
Dennis, E. L., Jahanshad, N., McMahon, K. L., de Zubicaray, G. I., Martin, N.
G., Hickie, I. B., et al. (2013b). Development of brain structural connectivity
between ages 12 and 30: a 4-Tesla diffusion imaging study in 439 adolescents
and adults. Neuroimage 64, 671–684. doi: 10.1016/j.neuroimage.2012.09.004
Dennis, E. L., Jahanshad, N., Toga, A. W., McMahon, K. L., de Zubicaray, G. I.,
Hickie, I., et al. (2013a). Development of the “Rich Club” in brain connectivity

Achard, S., and Bullmore, E. (2007). Efficiency and cost of economical
brain functional networks. PLoS Comput Biol. 3:e17. doi:
10.1371/journal.pcbi.0030017
Achard, S., Salvador, R., Whitcher, B., Suckling, J., and Bullmore, E. (2006).
A resilient, low-frequency, small-world human brain functional network
with highly connected association cortical hubs. J. Neurosci. 26, 63–72. doi:
10.1523/JNEUROSCI.3874-05.2006
Ahmadlou, M., Adeli, H., and Adeli, A. (2012a). Graph theoretical analysis of
Organization of functional brain networks in ADHD. Clin. EEG Neurosci. 43,
5–13. doi: 10.1177/1550059411428555
Ahmadlou, M., Rostami, R., and Sadeghi, V. (2012b). Which attentiondeficit/hyperactivity disorder children will be improved through neurofeedback
therapy? A graph theoretical approach to neocortex neuronal network of
ADHD. Neurosci Lett. 516, 156–160. doi: 10.1016/j.neulet.2012.03.087
Alcauter, S., Lin, W., Smith, J. K., Short, S. J., Goldman, B. D., Reznick,
J. S., et al. (2014). Development of thalamocortical connectivity during
infancy and its cognitive correlations. J. Neurosci. 34, 9067–9075. doi:
10.1523/JNEUROSCI.0796-14.2014
Alexander-Bloch, A., Raznahan, A., Bullmore, E., and Giedd, J. (2013). The
convergence of maturational change and structural covariance in human
cortical networks. J. Neurosci. 33, 2889–2899. doi: 10.1523/JNEUROSCI.355412.2013
Ameis, S. H., and Catani, M. (2015). Altered white matter connectivity as a
neural substrate for social impairment in Autism Spectrum Disorder. Cortex
62, 158–181. doi: 10.1016/j.cortex.2014.10.014
American Psychiatric Association. DSM-5 Task Force (2013). Diagnostic and
Statistical Manual of Mental Disorders DSM-5 in 5th Edn. Online Resource (xliv,
947.). (Arlington, VA: American Psychiatric Association).
Anderson, J. S., Nielsen, J. A., Froehlich, A. L., DuBray, M. B., Druzgal,
T. J., Cariello, A. N., et al. (2011). Functional connectivity magnetic
resonance imaging classification of autism. Brain 134, 3742–3754. doi:
10.1093/brain/awr263
Baker, S. T., Lubman, D. I., Yucel, M., Allen, N. B., Whittle, S., Fulcher, B. D.,
et al. (2015). Developmental changes in brain network hub connectivity in
late adolescence. J. Neurosci. 35, 9078–9087. doi: 10.1523/JNEUROSCI.504314.2015
Ball, G., Aljabar, P., Zebari, S., Tusor, N., Arichi, T., Merchant, N., et al. (2014).
Rich-club organization of the newborn human brain. Proc. Natl. Acad. Sci.
U.S.A. 111, 7456–7461. doi: 10.1073/pnas.1324118111
Behrens, T. E., Berg, H. J., Jbabdi, S., Rushworth, M. F., and Woolrich,
M. W. (2007). Probabilistic diffusion tractography with multiple
fibre orientations: what can we gain? Neuroimage. 34, 144–155. doi:
10.1016/j.neuroimage.2006.09.018
Berchicci, M., Tamburro, G., and Comani, S. (2015). The intrahemispheric
functional properties of the developing sensorimotor cortex are influenced by
maturation. Front. Hum. Neurosci. 9:39. doi: 10.3389/fnhum.2015.00039
Bernhardt, B. C., Valk, S. L., Silani, G., Bird, G., Frith, U., and Singer, T. (2014).
Selective disruption of sociocognitive structural brain networks in autism and
alexithymia. Cereb. Cortex 24, 3258–3267. doi: 10.1093/cercor/bht182
Betzel, R. F., Byrge, L., He, Y., Goni, J., Zuo, X. N., and Sporns, O.
(2014). Changes in structural and functional connectivity among resting-state
networks across the human lifespan. Neuroimage 102(Pt 2), 345–357. doi:
10.1016/j.neuroimage.2014.07.067
Biswal, B., Yetkin, F. Z., Haughton, V. M., and Hyde, J. S. (1995). Functional
connectivity in the motor cortex of resting human brain using echo-planar
MRI. Magn. Reson. Med. 34, 537–541. doi: 10.1002/mrm.1910340409

Frontiers in Neuroanatomy | www.frontiersin.org

14

March 2016 | Volume 10 | Article 25

Cao et al.

Toward Developmental Connectomics of the Human Brain

Gao, W., Elton, A., Zhu, H., Alcauter, S., Smith, J. K., Gilmore, J. H.,
et al. (2014). Intersubject variability of and genetic effects on the brain’s
functional connectivity during infancy. J. Neurosci. 34, 11288–11296. doi:
10.1523/JNEUROSCI.5072-13.2014
Gao, W., Gilmore, J. H., Giovanello, K. S., Smith, J. K., Shen, D., Zhu, H., et al.
(2011). Temporal and spatial evolution of brain network topology during
the first two years of life. PLoS ONE 6:e25278. doi: 10.1371/journal.pone.0
025278
Giedd, J. N., and Rapoport, J. L. (2010). Structural MRI of pediatric brain
development: what have we learned and where are we going? Neuron 67,
728–734. doi: 10.1016/j.neuron.2010.08.040
Gong, G., He, Y., Chen, Z. J., and Evans, A. C. (2012). Convergence and divergence
of thickness correlations with diffusion connections across the human cerebral
cortex. Neuroimage 59, 1239–1248. doi: 10.1016/j.neuroimage.2011.08.017
Gong, G., He, Y., Concha, L., Lebel, C., Gross, D. W., Evans, A. C., et al. (2009).
Mapping anatomical connectivity patterns of human cerebral cortex using
in vivo diffusion tensor imaging tractography. Cereb. Cortex 19, 524–536. doi:
10.1093/cercor/bhn102
Gotts, S. J., Simmons, W. K., Milbury, L. A., Wallace, G. L., Cox, R. W., and Martin,
A. (2012). Fractionation of social brain circuits in autism spectrum disorders.
Brain 135, 2711–2725. doi: 10.1093/brain/aws160
Grayson, D. S., Ray, S., Carpenter, S., Iyer, S., Dias, T. G., Stevens, C., et al. (2014).
Structural and functional rich club organization of the brain in children and
adults. PLoS ONE 9:e88297. doi: 10.1371/journal.pone.0088297
Gu, S., Pasqualetti, F., Cieslak, M., Telesford, Q. K., Yu, A. B., Kahn, A. E., et al.
(2015b). Controllability of structural brain networks. Nat. Commun. 6, 8414.
doi: 10.1038/ncomms9414
Gu, S., Satterthwaite, T. D., Medaglia, J. D., Yang, M., Gur, R. E., Gur, R. C.,
et al. (2015a). Emergence of system roles in normative neurodevelopment. Proc.
Natl. Acad. Sci. U.S.A. 112, 13681–13686. doi: 10.1073/pnas.1502829112
Hagmann, P., Kurant, M., Gigandet, X., Thiran, P., Wedeen, V. J., Meuli, R., et al.
(2007). Mapping human whole-brain structural networks with diffusion MRI.
PLoS ONE 2:e597. doi: 10.1371/journal.pone.0000597
Hagmann, P., Sporns, O., Madan, N., Cammoun, L., Pienaar, R., Wedeen, V. J.,
et al. (2010). White matter maturation reshapes structural connectivity in the
late developing human brain. Proc. Natl. Acad. Sci. U.S.A. 107, 19067–19072.
doi: 10.1073/pnas.1009073107
He, Y., Chen, Z. J., and Evans, A. C. (2007). Small-world anatomical networks in
the human brain revealed by cortical thickness from MRI. Cereb. Cortex 17,
2407–2419. doi: 10.1093/cercor/bhl149
He, Y., and Evans, A. (2010). Graph theoretical modeling of brain connectivity.
Curr. Opin. Neurol. 23, 341–350. doi: 10.1097/wco.0b013e32833aa567
Hebb, D. O. (1949). Organization of Behavior: A Neuropsychological Theory: New
York, NY: Wiley & Sons.
Homae, F., Watanabe, H., Otobe, T., Nakano, T., Go, T., Konishi, Y., et al. (2010).
Development of global cortical networks in early infancy. J. Neurosci. 30,
4877–4882. doi: 10.1523/JNEUROSCI.5618-09.2010
Honey, C. J., Sporns, O., Cammoun, L., Gigandet, X., Thiran, J. P., Meuli, R.,
et al. (2009). Predicting human resting-state functional connectivity from
structural connectivity. Proc. Natl. Acad. Sci. U.S.A. 106, 2035–2040. doi:
10.1073/pnas.0811168106
Hosseini, S. M., Black, J. M., Soriano, T., Bugescu, N., Martinez, R., Raman, M. M.,
et al. (2013). Topological properties of large-scale structural brain networks in
children with familial risk for reading difficulties. Neuroimage 71, 260–274. doi:
10.1016/j.neuroimage.2013.01.013
Huang, H., Shu, N., Mishra, V., Jeon, T., Chalak, L., Wang, Z. J., et al.
(2015). Development of human brain structural networks through infancy and
childhood. Cereb. Cortex 25, 1389–1404. doi: 10.1093/cercor/bht335
Humphries, M. D. G. K., and Prescott, T. J. (2005). The brainstem reticular
formation is a small world, not scale-free, network. Proc. R. Soc. Lond. B Biol.
Sci. 273, 503–511. doi: 10.1098/rspb.2005.3354
Hutchison, R. M., Womelsdorf, T., Allen, E. A., Bandettini, P. A., Calhoun,
V. D., Corbetta, M., et al. (2013). Dynamic functional connectivity:
promise, issues, and interpretations. Neuroimage 80, 360–378. doi:
10.1016/j.neuroimage.2013.05.079
Hwang, K., Hallquist, M. N., and Luna, B. (2013). The development of hub
architecture in the human functional brain network. Cereb. Cortex 23,
2380–2393. doi: 10.1093/cercor/bhs227

networks from 438 adolescents & adults aged 12 to 30. Proc. IEEE Int. Symp.
Biomed. Imaging 2013, 624–627. doi: 10.1109/ISBI.2013.6556552
Dennis, E. L., and Thompson, P. M. (2013a). Typical and atypical brain
development: a review of neuroimaging studies. Dialogues Clin. Neurosci. 15,
359–384.
Dennis, E. L., and Thompson, P. M. (2013b). Mapping connectivity
in the developing brain. Int. J. Dev. Neurosci. 31, 525–542. doi:
10.1016/j.ijdevneu.2013.05.007
Di Martino, A., Fair, D. A., Kelly, C., Satterthwaite, T. D., Castellanos,
F. X., Thomason, M. E., et al. (2014). Unraveling the miswired
connectome: a developmental perspective. Neuron 83, 1335–1353. doi:
10.1016/j.neuron.2014.08.050
Di Martino, A., Zuo, X. N., Kelly, C., Grzadzinski, R., Mennes, M., Schvarcz,
A., et al. (2013). Shared and distinct intrinsic functional network centrality
in autism and attention-deficit/hyperactivity disorder. Biol. Psychiatry 74,
623–632. doi: 10.1016/j.biopsych.2013.02.011
Dimitriadis, S. I., Laskaris, N. A., Simos, P. G., Micheloyannis, S., Fletcher, J.
M., Rezaie, R., et al. (2013). Altered temporal correlations in resting-state
connectivity fluctuations in children with reading difficulties detected via MEG.
Neuroimage 83, 307–317. doi: 10.1016/j.neuroimage.2013.06.036
Dosenbach, N. U., Nardos, B., Cohen, A. L., Fair, D. A., Power, J. D., Church, J. A.,
et al. (2010). Prediction of individual brain maturity using fMRI. Science 329,
1358–1361. doi: 10.1126/science.1194144
Echtermeyer, C., Han, C. E., Rotarska-Jagiela, A., Mohr, H., Uhlhaas, P. J., and
Kaiser, M. (2011). Integrating temporal and spatial scales: human structural
network motifs across age and region of interest size. Front. Neuroinform. 5:10.
doi: 10.3389/fninf.2011.00010
Eilam-Stock, T., Xu, P., Cao, M., Gu, X., Van Dam, N. T., Anagnostou, E.,
et al. (2014). Abnormal autonomic and associated brain activities during
rest in autism spectrum disorder. Brain 137, 153–171. doi: 10.1093/brain/
awt294
Fair, D. A., Cohen, A. L., Dosenbach, N. U., Church, J. A., Miezin, F. M., Barch, D.
M., et al. (2008). The maturing architecture of the brain’s default network. Proc.
Natl. Acad. Sci. U.S.A. 105, 4028–4032. doi: 10.1073/pnas.0800376105
Fair, D. A., Cohen, A. L., Power, J. D., Dosenbach, N. U., Church, J. A.,
Miezin, F. M., et al. (2009). Functional brain networks develop from a
“local to distributed” organization. PLoS Comput. Biol. 5:e1000381. doi:
10.1371/journal.pcbi.1000381
Fair, D. A., Dosenbach, N. U., Church, J. A., Cohen, A. L., Brahmbhatt, S.,
Miezin, F. M., et al. (2007). Development of distinct control networks through
segregation and integration. Proc. Natl. Acad. Sci. U.S.A. 104, 13507–13512. doi:
10.1073/pnas.0705843104
Fair, D. A., Nigg, J. T., Iyer, S., Bathula, D., Mills, K. L., Dosenbach, N. U.,
et al. (2013). Distinct neural signatures detected for ADHD subtypes after
controlling for micro-movements in resting state functional connectivity MRI
data. Front. Syst. Neurosci. 6:80. doi: 10.3389/fnsys.2012.00080
Fair, D. A., Posner, J., Nagel, B. J., Bathula, D., Dias, T. G., Mills, K.
L., et al. (2010). Atypical default network connectivity in youth with
attention-deficit/hyperactivity disorder. Biol. Psychiatry 68, 1084–1091. doi:
10.1016/j.biopsych.2010.07.003
Fan, Y., Shi, F., Smith, J. K., Lin, W., Gilmore, J. H., and Shen, D. (2011).
Brain anatomical networks in early human brain development. Neuroimage 54,
1862–1871. doi: 10.1016/j.neuroimage.2010.07.025
Feinberg, D. A., Moeller, S., Smith, S. M., Auerbach, E., Ramanna, S.,
Gunther, M., et al. (2010). Multiplexed echo planar imaging for sub-second
whole brain FMRI and fast diffusion imaging. PLoS ONE 5:e15710. doi:
10.1371/journal.pone.0015710
Finn, E. S., Shen, X., Holahan, J. M., Scheinost, D., Lacadie, C., Papademetris,
X., et al. (2014). Disruption of functional networks in dyslexia: a wholebrain, data-driven analysis of connectivity. Biol. Psychiatry 76, 397–404. doi:
10.1016/j.biopsych.2013.08.031
Fransson, P., Aden, U., Blennow, M., and Lagercrantz, H. (2011). The functional
architecture of the infant brain as revealed by resting-state fMRI. Cereb. Cortex
21, 145–154. doi: 10.1093/cercor/bhq071
Freedman, L. (1977). A set of measures of centrality based on betweenness.
Sociometry 40, 35–41. doi: 10.2307/3033543
Friston, K. J. (1994). Functional and effective connectivity in neuroimaging: a
synthesis human brain. Mapping 2, 56–78. doi: 10.1002/hbm.460020107

Frontiers in Neuroanatomy | www.frontiersin.org

15

March 2016 | Volume 10 | Article 25

Cao et al.

Toward Developmental Connectomics of the Human Brain

Moeller, S., Yacoub, E., Olman, C. A., Auerbach, E., Strupp, J., Harel, N., et al.
(2010). Multiband multislice GE-EPI at 7 tesla, with 16-fold acceleration
using partial parallel imaging with application to high spatial and temporal
whole-brain fMRI. Magn. Reson. Med. 63, 1144–1153. doi: 10.1002/mrm.
22361
Mori, S., Crain, B. J., Chacko, V. P., and van Zijl, P. C. (1999). Three-dimensional
tracking of axonal projections in the brain by magnetic resonance imaging.
Ann. Neurol. 45, 265–269.
Mori, S., and van Zijl, P. C. (2002). Fiber tracking: principles and strategies - a
technical review. NMR Biomed. 15, 468–480. doi: 10.1002/nbm.781
Newman, M. E. (2006). Modularity and community structure in networks. Proc.
Natl. Acad. Sci. U.S.A. 103, 8577–8582. doi: 10.1073/pnas.0601602103
Nie, J., Li, G., and Shen, D. (2013). Development of cortical anatomical properties
from early childhood to early adulthood. Neuroimage 76, 216–224. doi:
10.1016/j.neuroimage.2013.03.021
Niu, H., and He, Y. (2013). Resting-state functional brain connectivity: lessons
from functional near-infrared spectroscopy. Neuroscientist 20, 173–188. doi:
10.1177/1073858413502707
Niu, H., and He, Y. (2014). Resting-state functional brain connectivity: lessons
from functional near-infrared spectroscopy. Neuroscientist 20, 173–188. doi:
10.1177/1073858413502707
Power, J. D., Fair, D. A., Schlaggar, B. L., and Petersen, S. E. (2010). The
development of human functional brain networks. Neuron 67, 735–748. doi:
10.1016/j.neuron.2010.08.017
Pruett, J. R. Jr., Kandala, S., Hoertel, S., Snyder, A. Z., Elison, J. T., Nishino,
T., et al. (2015). Accurate age classification of 6 and 12 month-old
infants based on resting-state functional connectivity magnetic resonance
imaging data. Dev. Cogn. Neurosci. 12, 123–133. doi: 10.1016/j.dcn.2015.
01.003
Qi, T., Gu, B., Ding, G., Gong, G., Lu, C., Peng, D., et al. (2016). More
bilateral, more anterior: alterations of brain organization in the largescale structural network in Chinese dyslexia. Neuroimage 124, 63–74. doi:
10.1016/j.neuroimage.2015.09.011
Qin, J., Chen, S. G., Hu, D., Zeng, L. L., Fan, Y. M., Chen, X. P., et al. (2015).
Predicting individual brain maturity using dynamic functional connectivity.
Front. Hum. Neurosci. 9:418. doi: 10.3389/fnhum.2015.00418
Rubinov, M., and Sporns, O. (2010). Complex network measures of brain
connectivity: uses and interpretations. Neuroimage 52, 1059–1069. doi:
10.1016/j.neuroimage.2009.10.003
Rudie, J. D., Brown, J. A., Beck-Pancer, D., Hernandez, L. M., Dennis, E.
L., Thompson, P. M., et al. (2012). Altered functional and structural
brain network organization in autism. Neuroimage Clin. 2, 79–94. doi:
10.1016/j.nicl.2012.11.006
Sameroff, A. (2010). A unified theory of development: a dialectic integration of
nature and nurture. Child Dev. 81, 6–22. doi: 10.1111/j.1467-8624.2009.01378.x
Santarnecchi, E., Galli, G., Polizzotto, N. R., Rossi, A., and Rossi, S. (2014).
Efficiency of weak brain connections support general cognitive functioning.
Hum. Brain Mapp. 35, 4566–4582. doi: 10.1002/hbm.22495
Sato, J. R., Salum, G. A., Gadelha, A., Picon, F. A., Pan, P. M., Vieira, G.,
et al. (2014). Age effects on the default mode and control networks
in typically developing children. J. Psychiatr. Res. 58, 89–95. doi:
10.1016/j.jpsychires.2014.07.004
Sato, J. R., Salum, G. A., Gadelha, A., Vieira, G., Zugman, A., Picon, F. A.,
et al. (2015). Decreased centrality of subcortical regions during the transition
to adolescence: a functional connectivity study. Neuroimage 104, 44–51. doi:
10.1016/j.neuroimage.2014.09.063
Sporns, O., Tononi, G., and Kotter, R. (2005). The human connectome: a
structural description of the human brain. PLoS Comput. Biol. 1:e42. doi:
10.1371/journal.pcbi.0010042
Sporns, O. (2011). The human connectome: a complex network. Ann. N.Y. Acad.
Sci. 1224, 109–125. doi: 10.1111/j.1749-6632.2010.05888.x
Sporns, O. (2013). Network attributes for segregation and integration in the
human brain. Curr. Opin. Neurobiol. 23, 162–171. doi: 10.1016/j.conb.2012.
11.015
Sripada, C., Kessler, D., Fang, Y., Welsh, R. C., Prem Kumar, K., and
Angstadt, M. (2014a). Disrupted network architecture of the resting brain in
attention-deficit/hyperactivity disorder. Hum. Brain Mapp. 35, 4693–4705. doi:
10.1002/hbm.22504

Jakab, A., Emri, M., Spisak, T., Szeman-Nagy, A., Beres, M., Kis, S. A., et al. (2013).
Autistic traits in neurotypical adults: correlates of graph theoretical functional
network topology and white matter anisotropy patterns. PLoS ONE 8:e60982.
doi: 10.1371/journal.pone.0060982
Kang, J., Wang, L., Yan, C., Wang, J., Liang, X., and He, Y. (2011). Characterizing
dynamic functional connectivity in the resting brain using variable parameter
regression and Kalman filtering approaches. Neuroimage 56, 1222–1234. doi:
10.1016/j.neuroimage.2011.03.033
Khan, S., Gramfort, A., Shetty, N. R., Kitzbichler, M. G., Ganesan, S., Moran, J. M.,
et al. (2013). Local and long-range functional connectivity is reduced in concert
in autism spectrum disorders. Proc. Natl. Acad. Sci. U.S.A. 110, 3107–3112. doi:
10.1073/pnas.1214533110
Khundrakpam, B. S., Reid, A., Brauer, J., Carbonell, F., Lewis, J., Ameis, S., et al.
(2013). Developmental changes in organization of structural brain networks.
Cereb. Cortex 23, 2072–2085. doi: 10.1093/cercor/bhs187
Kitzbichler, M. G., Khan, S., Ganesan, S., Vangel, M. G., Herbert, M. R.,
Hamalainen, M. S., et al. (2015). Altered development and multifaceted bandspecific abnormalities of resting state networks in autism. Biol. Psychiatry 77,
794–804. doi: 10.1016/j.biopsych.2014.05.012
Koenis, M. M., Brouwer, R. M., van den Heuvel, M. P., Mandl, R. C., van Soelen,
I. L., Kahn, R. S., et al. (2015). Development of the brain’s structural network
efficiency in early adolescence: a longitudinal DTI twin study. Hum. Brain
Mapp. 36, 4938–4953. doi: 10.1002/hbm.22988
Latora, V., and Marchiori, M. (2001). Efficient behavior of small-world networks.
Phys. Rev. Lett. 87:198701. doi: 10.1103/PhysRevLett.87.198701
Lerch, J. P., Worsley, K., Shaw, W. P., Greenstein, D. K., Lenroot, R. K.,
Giedd, J., et al. (2006). Mapping anatomical correlations across cerebral cortex
(MACACC) using cortical thickness from MRI. Neuroimage 31, 993–1003. doi:
10.1016/j.neuroimage.2006.01.042
Lewis, J. D., Evans, A. C., Pruett, J. R., Botteron, K., Zwaigenbaum, L., Estes, A.,
et al. (2014). Network inefficiencies in autism spectrum disorder at 24 months.
Transl. Psychiatry 4:e388. doi: 10.1038/tp.2014.24
Li, H., Xue, Z., Ellmore, T. M., Frye, R. E., and Wong, S. T. (2014). Networkbased analysis reveals stronger local diffusion-based connectivity and different
correlations with oral language skills in brains of children with high
functioning autism spectrum disorders. Hum. Brain Mapp. 35, 396–413. doi:
10.1002/hbm.22185
Liang, X., Wang, J., Yan, C., Shu, N., Xu, K., Gong, G., et al. (2012). Effects of
different correlation metrics and preprocessing factors on small-world brain
functional networks: a resting-state functional MRI study. PLoS ONE 7:e32766.
doi: 10.1371/journal.pone.0032766
Liang, X., Zou, Q., He, Y., and Yang, Y. (2013). Coupling of functional connectivity
and regional cerebral blood flow reveals a physiological basis for network
hubs of the human brain. Proc. Natl. Acad. Sci. U.S.A. 110, 1929–1934. doi:
10.1073/pnas.1214900110
Liao, X. H., Xia, M. R., Xu, T., Dai, Z. J., Cao, X. Y., Niu, H. J.,
et al. (2013). Functional brain hubs and their test-retest reliability: a
multiband resting-state functional MRI study. Neuroimage 83, 969–982. doi:
10.1016/j.neuroimage.2013.07.058
Lim, S., Han, C. E., Uhlhaas, P. J., and Kaiser, M. (2015). Preferential detachment
during human brain development: age- and sex-specific structural connectivity
in diffusion tensor imaging (DTI) data. Cereb. Cortex 25, 1477–1489. doi:
10.1093/cercor/bht333
Liu, K., Shi, L., Chen, F., Waye, M. M., Lim, C. K., Cheng, P. W., et al.
(2015). Altered topological organization of brain structural network in Chinese
children with developmental dyslexia. Neurosci. Lett. 589, 169–175. doi:
10.1016/j.neulet.2015.01.037
Menon, V. (2013). Developmental pathways to functional brain
networks: emerging principles. Trends Cogn. Sci. 17, 627–640. doi:
10.1016/j.tics.2013.09.015
Micheloyannis, S., Pachou, E., Stam, C. J., Vourkas, M., Erimaki, S., and
Tsirka, V. (2006). Using graph theoretical analysis of multi channel EEG to
evaluate the neural efficiency hypothesis. Neurosci. Lett. 402, 273–277. doi:
10.1016/j.neulet.2006.04.006
Miskovic, V., Ma, X., Chou, C. A., Fan, M., Owens, M., Sayama, H., et al. (2015).
Developmental changes in spontaneous electrocortical activity and network
organization from early to late childhood. Neuroimage 118, 237–247. doi:
10.1016/j.neuroimage.2015.06.013

Frontiers in Neuroanatomy | www.frontiersin.org

16

March 2016 | Volume 10 | Article 25

Cao et al.

Toward Developmental Connectomics of the Human Brain

Vertes, P. E., and Bullmore, E. T. (2014). Annual research review: growth
connectomics - the organization and reorganization of brain networks during
normal and abnormal development. J. Child Psychol. Psychiatry 56, 299–320.
doi: 10.1111/jcpp.12365
Vourkas, M., Micheloyannis, S., Simos, P. G., Rezaie, R., Fletcher, J. M., Cirino,
P. T., et al. (2011). Dynamic task-specific brain network connectivity in
children with severe reading difficulties. Neurosci. Lett. 488, 123–128. doi:
10.1016/j.neulet.2010.11.013
Wang, J., Wang, L., Zang, Y., Yang, H., Tang, H., Gong, Q., et al. (2009a).
Parcellation-dependent small-world brain functional networks: a resting-state
fMRI study. Hum. Brain Mapp. 30, 1511–1523. doi: 10.1002/hbm.20623
Wang, L., Su, L., Shen, H., and Hu, D. (2012). Decoding lifespan changes of
the human brain using resting-state functional connectivity MRI. PLoS ONE
7:e44530. doi: 10.1371/journal.pone.0044530
Wang, L., Zhu, C., He, Y., Zang, Y., Cao, Q., Zhang, H., et al. (2009b).
Altered small-world brain functional networks in children with attentiondeficit/hyperactivity disorder. Hum. Brain Mapp. 30, 638–649. doi:
10.1002/hbm.20530
Wang, Z., Dai, Z., Gong, G., Zhou, C., and He, Y. (2015). Understanding structuralfunctional relationships in the human brain: a large-scale network perspective.
Neuroscientist 21, 290–305. doi: 10.1177/1073858414537560
Watts, D. J., and Strogatz, S. H. (1998). Collective dynamics of ‘small-world’
networks. Nature 393, 440–442. doi: 10.1038/30918
Werner, H. (1957). “The concept of development from a comparative and
organismic point of view,” in The Concept of Development, ed D. B Harris
(Minneapolis, MN: University of Minnesota Press), 78–108.
Wierenga, L. M., van den Heuvel, M. P., van Dijk, S., Rijks, Y., de Reus,
M. A., and Durston, S. (2015). The development of brain network
architecture. Hum. Brain Mapp. 37, 717–729. doi: 10.1002/hbm.
23062
Wu, K., Taki, Y., Sato, K., Hashizume, H., Sassa, Y., Takeuchi, H., et al. (2013).
Topological organization of functional brain networks in healthy children:
differences in relation to age, sex, and intelligence. PLoS ONE 8:e55347. doi:
10.1371/journal.pone.0055347
Yap, P. T., Fan, Y., Chen, Y., Gilmore, J. H., Lin, W., and Shen, D. (2011).
Development trends of white matter connectivity in the first years of life. PLoS
ONE 6:e24678. doi: 10.1371/journal.pone.0024678
Zhao, T., Cao, M., Niu, H., Zuo, X. N., Evans, A., He, Y., et al. (2015). Agerelated changes in the topological organization of the white matter structural
connectome across the human lifespan. Hum. Brain Mapp. 36, 3777–3792. doi:
10.1002/hbm.22877
Zuo, X. N., Ehmke, R., Mennes, M., Imperati, D., Castellanos, F. X., Sporns, O.,
et al. (2012). Network centrality in the human functional connectome. Cereb.
Cortex 22, 1862–1875. doi: 10.1093/cercor/bhr269

Sripada, C. S., Kessler, D., and Angstadt, M. (2014b). Lag in maturation of the
brain’s intrinsic functional architecture in attention-deficit/hyperactivity
disorder. Proc. Natl. Acad. Sci. U.S.A. 111, 14259–14264. doi:
10.1073/pnas.1407787111
Stam, C. J. (2010). Characterization of anatomical and functional connectivity in
the brain: a complex networks perspective. Int. J. Psychophysiol. 77, 186–194.
doi: 10.1016/j.ijpsycho.2010.06.024
Supekar, K., Musen, M., and Menon, V. (2009). Development of largescale functional brain networks in children. PLoS Biol. 7:e1000157. doi:
10.1371/journal.pbio.1000157
Tau, G. Z., and Peterson, B. S. (2010). Normal development of brain circuits.
Neuropsychopharmacology 35, 147–168. doi: 10.1038/npp.2009.115
Tomasi, D., and Volkow, N. D. (2012). Abnormal functional connectivity
in children with attention-deficit/hyperactivity disorder. Biol. Psychiatry 71,
443–450. doi: 10.1016/j.biopsych.2011.11.003
Tomasi, D., Wang, G. J., and Volkow, N. D. (2013). Energetic cost of brain
functional connectivity. Proc. Natl. Acad. Sci. U.S.A. 110, 13642–13647. doi:
10.1073/pnas.1303346110
Tymofiyeva, O., Hess, C. P., Ziv, E., Lee, P. N., Glass, H. C., Ferriero, D. M.,
et al. (2013). A DTI-based template-free cortical connectome study of brain
maturation. PLoS ONE 8:e63310. doi: 10.1371/journal.pone.0063310
Tymofiyeva, O., Hess, C. P., Ziv, E., Tian, N., Bonifacio, S. L., McQuillen, P. S., et al.
(2012). Towards the “baby connectome”: mapping the structural connectivity
of the newborn brain. PLoS ONE 7:e31029. doi: 10.1371/journal.pone.0031029
Tyszka, J. M., Kennedy, D. P., Paul, L. K., and Adolphs, R. (2014). Largely typical
patterns of resting-state functional connectivity in high-functioning adults with
autism. Cereb. Cortex 24, 1894–1905. doi: 10.1093/cercor/bht040
Uddin, L. Q., Supekar, K., and Menon, V. (2013). Reconceptualizing functional
brain connectivity in autism from a developmental perspective. Front. Hum.
Neurosci. 7:458. doi: 10.3389/fnhum.2013.00458
Uddin, L. Q., Supekar, K. S., Ryali, S., and Menon, V. (2011). Dynamic
reconfiguration of structural and functional connectivity across core
neurocognitive brain networks with development. J. Neurosci. 31,
18578–18589. doi: 10.1523/JNEUROSCI.4465-11.2011
Valk, S. L., Di Martino, A., Milham, M. P., and Bernhardt, B. C. (2015). Multicenter
mapping of structural network alterations in autism. Hum. Brain Mapp. 36,
2364–2373. doi: 10.1002/hbm.22776
van den Heuvel, M. P., Kahn, R. S., Goni, J., and Sporns, O. (2012). High-cost,
high-capacity backbone for global brain communication. Proc. Natl. Acad. Sci.
U.S.A. 109, 11372–11377. doi: 10.1073/pnas.1203593109
van den Heuvel, M. P., Kersbergen, K. J., de Reus, M. A., Keunen, K., Kahn, R. S.,
Groenendaal, F., et al. (2015). The neonatal connectome during preterm brain
development. Cereb. Cortex 25, 3000–3013. doi: 10.1093/cercor/bhu095
van den Heuvel, M. P., Mandl, R. C., Kahn, R. S., and Hulshoff Pol, H.
E. (2009). Functionally linked resting-state networks reflect the underlying
structural connectivity architecture of the human brain. Hum. Brain Mapp. 30,
3127–3141. doi: 10.1002/hbm.20737
van den Heuvel, M. P., and Sporns, O. (2011). Rich-club organization of the human
connectome. J. Neurosci. 31, 15775–15786. doi: 10.1523/JNEUROSCI.353911.2011
van den Heuvel, M. P., and Sporns, O. (2013). Network hubs in the human brain.
Trends Cogn. Sci. 17, 683–696. doi: 10.1016/j.tics.2013.09.012
Van Essen, D. C., Smith, S. M., Barch, D. M., Behrens, T. E., Yacoub, E., Ugurbil,
K., et al. (2013). The WU-Minn Human Connectome Project: an overview.
Neuroimage 80, 62–79. doi: 10.1016/j.neuroimage.2013.05.041

Frontiers in Neuroanatomy | www.frontiersin.org

Conflict of Interest Statement: The authors declare that the research was
conducted in the absence of any commercial or financial relationships that could
be construed as a potential conflict of interest.
Copyright © 2016 Cao, Huang, Peng, Dong and He. This is an open-access article
distributed under the terms of the Creative Commons Attribution License (CC BY).
The use, distribution or reproduction in other forums is permitted, provided the
original author(s) or licensor are credited and that the original publication in this
journal is cited, in accordance with accepted academic practice. No use, distribution
or reproduction is permitted which does not comply with these terms.

17

March 2016 | Volume 10 | Article 25

